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Development of the personalized prevention system for chronic kidney disease
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We performed a genome-wide association study (GWAS) to identify genetic variants
that confer susceptibility to chronic kidney disease (CKD). The initial GWAS for CKD was performed in 252
individuals with CKD and 249 controls. The replication studies were performed in 910 with CKD and 838
controls and in 190 with CKD and 1412 controls. The rs9846911 at 3928 was significantly associated with
CKD in all individuals and rs2074381 and rs2074380 of ALPK1 were associated with CKD in diabetic
individuals. The 3028 may be a susceptibility locus for CKD in Japanese individuals, and ALPK1 may be a
susceptibility gene for CKD in such individuals with diabetes mellitus. A Erototype model of the
personalized prevention system for CKD was developed with conventional risk factors and the polymorphisms
identified in the present study. This system predicts the future risk for CKD in each individual by
calculating the prediction probability from the results of laboratory examination and genetic analysis.
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