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Development of novel epigenetic marker in gastric cancer
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The aim of_this study was to identify clinically relevant epigenetic markers
for presence of peritoneal dissemination in gastric cancer. Array-based comprehensive analysis
demonstrated that miRNA panel could identify GC patients harboring peritoneal dissemination.
Furthermore, gene expression analysis demonstrated that increased L1CAM expression was deeply
involved in peritoneal metastasis and poor prognosis in gastric cancer patients.
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Enhanced AZIN1 RNA editing and overexpression of its regulatory enzyme ADAR1 are
important prognostic biomarkers in gastric cancer.
Okugawa Y, Toiyama Y, Shigeyasu K, Yamamoto A, Shigemori T, Yin C, Ichikawa T, Yasuda
H, Fujikawa H, Yoshiyama S, Hiro J, Ohi M, Araki T, Kusunoki M, Goel A.
J Transl Med. 2018 Dec 18;16(1):366. doi: 10.1186/s12967-018-1740-z.11

Colony-stimulating factor-1 and colony-stimulating factor-1 receptor co-expression is
associated with disease progression in gastric cancer.
Okugawa Y, Toiyama Y, Ichikawa T, Kawamura M, Yasuda H, Fujikawa H, Saigusa S, Ohi M,
Araki T, Tanaka K, Inoue Y, Tanaka M, Miki C, Kusunoki M.
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Prognostic Impact of Preoperative Albumin-to-Globulin Ratio in Patients with Colon
Cancer Undergoing Surgery with Curative Intent.
Fujikawa H, Toiyama Y, Inoue Y, Imaoka H, Shimura T, Okigami M, Yasuda H, Hiro J, Yoshiyama
S, Saigusa S, Kobayashi M, Ohi M, Araki T, Mohri Y, Kusunoki M.
Anticancer Res. 2017 Mar;37(3):1335-1342.

MicroRNA-7 Is Associated with Malignant Potential and Poor Prognosis in Human
Colorectal Cancer.
Nagano Y, Tolyama Y, Okugawa Y, Imaoka H, Fujikawa H, Yasuda H, Yoshiyama S, Hiro J,
Kobayashi M, Ohi M, Araki T, Inoue Y, Mohri Y, Kusunoki M.
Anticancer Res. 2016 Dec;36(12):6521-6526.

Circulating microRNA-1290 as a novel diagnostic and prognostic biomarker in human
colorectal cancer.
Imaoka H, Toiyama Y, Fujikawa H, Hiro J, Saigusa S, Tanaka K, Inoue Y, Mohri Y, Mori
T, Kato T, Toden S, Goel A, Kusunoki M.
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