©
2017 2019

A novel mechanism to regulate chronic inflammation through metabolic remodeling
in obesity and senescence
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It is well established that the chronic inflammation is implicated in many
diseases such as metabolic syndrome and cancer. However, the precise mechanism of the chronic
inflammation has not been clarified yet. We have found that the chronic inflammation signaling
cascade is involved in the development of type 1 diabetes and the accelerated aging in mouse models.

Furthermore, we have demonstrated that the senescence of cells results in the metabolic remodeling
which can induce the epigenetic modifications of proinflammatory cytokine genes and thus, can affect

the senescence-associated secretory phenotype.
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ChIP: chromatin immunoprecipitation
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