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Elucidation of mechanism of lymphomagenesis and identification of tumor origin
in duodenal follicular lymphoma
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Duodenal-type follicular lymphoma (DTFL) is a rare variant of FL
characterized by duodenal involvement and favorable prognosis. We analyzed the gene mutations which
were related to tumor development and proliferation, including seven genes in m7-FLIPI, and examined

those together with the endoscopic findings. The results of current study demonstrated that 94% of
DTFL were classified in the low risk group of m7-FLIPI and DTFL had no gene alterations which were
associated with progression or transformed FL such as MYC, TP53, and MYD88. NOTCH2 mutation were
present only in the second part of the duodenum. BIRC3 gene mutation was found to be significantly
in the I1-1V stage. The pattern of gene mutation profiles in DTFL may be similar to the pattern for
MALT Iymphoma such as NOTCH2 and BIRC3.
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Gene mutations and sites of involvement in duodenal-type follicular lymphoma.
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