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establishment of early diagnostic method in gastric cancer using exosome RNA

Yoshiyama, Shigeyuki
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We extracted exosomal-RNA from the culture-supernatant of gastric cancer
cell line and gastric stromal cell line by the method mentioned separately, offered microRNA-array
to outsource, then analyzed the data and identified 12 miRNAs which were significantly dysregulated
in gastric cancer cell line. As a preliminay study, exosomal RNA was extracted from the sera of
gastric cancer patients (n = 10) and healthy subjects (n = 10). Then the candidate miRNAs were
quantified by gRT-PCR method, and risk score was created by statistical software. The risk score was

significantly higher in gastric cancer patients than that in healthy controls (P <0.0001), and
discriminated gastric cancer patients by the accuracy of Area Under Curve (AUC): 0.966.
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