©
2017 2019

Establishment of the method to identify the ulcerative colitis patients with
high risk of colorectal cancer

Toiyama, Yuji
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We conducted comprehensive methylation array to identify novel DNA
methylation markers for predicting the risk of neoplasia in UC patients.We collected 23 rectal
samples from UC patients with CRC and 24 rectal samples from UC patients in cohortl. We also
collected 8 rectal samples from UC patients with CRC and 24 rectal samples from UC patients without
CRC in cohort 2.

We identified 486 differentially methylated regions (DMRs) with absolute delta beta-value > 0.1 in
rectal mucosal tissues of UC patients with CAC compared with that without neoplasia. Next, pathway
enrichment analysis was performed to select coordinately methylated DMRs, and 180 DMRs were
extracted. Finally, optimal 11 DMRs were selected by the Elastic Net classification algorithm. In
the ROC analysis for cohort 1, the AUC was 0.96. For cohort 2, the AUC was 0.81. We identified 11
DMRs for identifying UC patients with high risk of developing CAC.
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Figure 1

Screening set of UC cohort 1
+24 rectal mucosa from UC patients with cancer and 24 rectal mucosa from those without
+450 K BeadChip data (485,577 CpGs)
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Validation set of UC cohort 2
-8 rectal mucosa from UC patients with cancer and 8 rectal mucosa from those without
+450 K BeadChip data (485,577 CpGs)
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