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Clinical significance of RNA editing marker in patients with CRC and UC-CRC
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Our study showed that RNA editing was occurred tissue-specific pattern in
colorectal cancer (CRC), and series of in vitro analysis revealed that RNA editing was deeply
involved in disease development in CRC. In addition, intimate correlation between cancer cells and
fibroblast cells via mechanism of RNA editing for CRC development in cancer microenvironments also
clarified. In contrast, identified RNA editing cites did not correlated with aging factors in
ulcerative colitis (UC) or UC-associated CRC, and further studies are need. Accompanied with this
study, we successfully identified novel CpG site in DNA methylation level to detect patients with
UC-CRC with high accuracy (AUC:0.84) via assessment of non-cancerous rectal mucosa.
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