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Development of risk assessment methods for parkinson®s disease using carbonylated pr
otein, a protein oxidation product, as a predictive indicator
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Oxidative stresses cause cell death of dopaminergic neurons of the substantia nigr
a (SN) in the brain of Parkinson®s disease (PD). Therefore, we performed the identification and character
ization of carbonylated protein, a protein oxidation product, in plasma of PD patients by using two-dimens
ional gel electrophoresis with immunochemical detection of protein carbonyls (2D Oxyblotg. The specific o
xidation level of complement component C9, vitamin D-binding protein, serum amyloid P-component, alpha-1-a
ntichymotrypsin and fibrinogen beta chain were increased in plasma of PD patients, compared to the control

. Tgerefore, some of these carbonylated proteins may serve as potential biomarkers helpful in the diagnos
is of PD.
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Lysosomal stabilzation
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895 T-complex protein 1 subunit alpha (CCT-alpha) 60859 603 12 239 475  Molecular chaperone
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Antioxidant
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